One of the unique and intriguing properties of the coenzyme B 12 is different catalytic activity of two different coenzymes.
In the title compound, [Co(C 4 H 9 )(C 14 H 11 N 2 O 2 ) 2 (C 5 H 5 N)], the Co III atom is coordinated by a butyl group, a nitrogen-bonded pyridine and two N,N 0 -bidentate diphenylglyoximate ligands in a distorted octahedral geometry. The crystal structure features two short O-HÁ Á ÁO bridges between the two chelating anions, with OÁ Á ÁO distances less than 2.5 Å .
Related literature
For background to the chemistry of cobaloximes, see: Schrauzer (1968) ; Zangrando et al. (2003) ; Brown (2006) ; Randaccio (1999) . For related structues, see: Kumar & Gupta (2011) ; Mandal & Gupta (2005 , 2007 .
Experimental
Crystal data [Co(C 4 H 9 )(C 14 H 11 N 2 O 2 ) 2 (C 5 H 5 N)] M r = 673.64 Monoclinic, P2 1 =n a = 11.863 (4) Å b = 19.520 (7) Å c = 14.402 (5) Å = 98.486 (8) V = 3298.5 (19) Å 3 Z = 4 Mo K radiation = 0.57 mm À1 T = 100 K 0.34 Â 0.32 Â 0.30 mm
Data collection
Bruker SMART CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2001) T min = 0.830, T max = 0.848 18829 measured reflections 6796 independent reflections 3770 reflections with I > 2(I) R int = 0.111 Refinement R[F 2 > 2(F 2 )] = 0.069 wR(F 2 ) = 0.184 S = 0.97 6796 reflections 432 parameters H atoms treated by a mixture of independent and constrained refinement Á max = 0.80 e Å À3 Á min = À0.45 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Data collection: SMART (Bruker, 2001) ; cell refinement: SAINT (Bruker, 2001) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: DIAMOND (Brandenburg, 1999) . Fig. 1 . ORTEP diagram of the title compound is drawn of the 50% probability level for nonhydrogen atoms. 
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Butylbis(diphenylglyoximato)(pyridine-κN)cobalt(III)
Crystal data [Co(C 4 where P = ( Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
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